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RESEARCH AREAS

Computational Biology and Bioinformatics
Design and Analysis of Geometric Algorithms
Data Analytics

Graph Theory and Combinatorics

PROFESSIONAL HONORS

Steering Committee, Biomedical Sciences Institute, Florida International University, 2015-.
Advisory Board, Biomedical Sciences Institute, Florida International University, 2013-15.
Board of Directors, FIU Research Foundation, Inc., 2010-15.

FIU School of Computer Science “Best Research” Award, 2007.

FIU Faculty Senate Award for Excellence in Research, 2004.

* FIU School of Computer Science “Best Research” Award, 2004.

* Superior Performance in University Research Award, University of Memphis, 1995.

* Editor, International Journal of Bioinformatics Research & Applications, since 2007.
[https://www.inderscience.com/browse/index.php?journalcode=ijbra]

* Past Editor, Journal of Discrete Algorithms

* Editor, Journal of Bionanoscience, since 2005. [http://www.aspbs.com/job.html]

* Editor, International Journal of Experimental Algorithms, since 2010.
[http://www.cscjournals.org/csc/description.php?JCode=IJEA]

* Conference Program Committee Memberships:

O O O O O O O

O O O O O O O

ISBRA ’16 — Intl. Workshop on Bioinformatics Res. and Appln., Minsk, Belarus, Jun 2016;

ISBRA ’15 - Intl. Workshop on Bioinformatics Res. and Appln., Norfolk, VA, Jun 2015;

ISBRA 14 - Intl. Workshop on Bioinformatics Res. and Appln., Zhangjiajie, China, Jun 2014;
ISBRA ’13 - Intl. Workshop on Bioinformatics Res. and Appln., Charlotte, NC, May 2013;

ISBRA ’12 - Intl. Workshop on Bioinformatics Res. and Appln., Dallas, TX, May 2012;

BICoB ’11 — Bioinformatics and Computational Biology, New Orleans, LA, March 2011;

ICCABS ’11 — Publicity Chair; IEEE International Conference on Computational Advances in Bio
and Medical Sciences, Orlando, FL, February 2011;

BIOINFORMATICS 2011 - Bioinformatics, Rome, Italy, January 2011;

BIOT 2010 — Annual Biotechnology and Bioinformatics Conference, Lafayette, LA, October 2010;
ISBRA ’10 - Intl. Workshop on Bioinformatics Res. and Appln., Storrs, CT, May 2010;

BiCoB ‘10— Intl. Conference on Bioinformatics and Computational Biology, Honolulu, March 2010;
ICMLA‘09 — Intl. Conference on Machine Learning and Applications, Miami, FL, Dec 2009;

BiCoB ’09 — Intl. Conference on Bioinformatics and Computational Biology, New Orleans, 2009;
ISBRA ’09 — Program Co-Chair: Intl. Workshop on Bioinformatics Res. and Appln., Ft. Lauderdale,
FL, May 2009;

ICMLA‘08 — Intl. Conference on Machine Learning and Applications, San Diego, CA, Dec 2008;
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CBB 08 The IASTED Intl. Symp. Comput. Biology and Bioinformatics, Orlando, FL, Nov 2008;
AAIM ’08 — Algorithmic Aspects in Information and Management, Shanghai, China, June 2008;
ISBRA 08 - Intl. Workshop on Bioinformatics Res. and Appln., Atlanta, GA, May 2008;

ICMLA’07 — Intl. Conference on Machine Learning and Applications, Cincinnati, OH, Dec 2007;
BIBM 07 — IEEE Conference on Bioinformatics and Biomedicine, Silicon Valley, November 2007;
BIBE 07 — 7" IEEE Symposium on Bioinformatics and Bioengineering, Boston, MA, October 2007;
BLSCO07 - IEEE Intl. Symp. on Bioinformatics and Life Science Computing, Niagara Falls, Canada,
2007;

WEA 2007 - 6th Workshop on Experimental Algorithms, Rome, Italy, June 2007;

ISBRA ‘07 - Intl. Workshop on Bioinformatics Res. and Appln., Atlanta, GA, May 2007;

ICISTM’07 — Intl. Conf. in Information Systems, Technology and Management, India, March 2007;
ICMLA’06 - Intl. Conference on Machine Learning and Applications, Orlando, FL, Dec 2006;
ISAAC’06 — Intl. Symposium on Algorithms and Computation, Kolkatta, India, December 2006;
Geometric Networks and Metric Embeddings — Organizing Co-Chair; Dagstuhl Workshop,
Germany, November 2006;

IWBRA’06 - International Workshop on Bioinformatics Research and Applications, Reading, 2006;
IWBRA05 - International Workshop on Bioinformatics Research and Applications, Atlanta, 2005;
HiPCoMB’05 — First IEEE Workshop on High Performance Computing in Medicine and Biology,
Fukuoka, Japan, 2005;

ICBA 2004 - Program Co-Chair; Intl. Conference on Bioinformatics & Applications, Ft Lauderdale,
Dec 16-19, 2004;

WADS 2003 - Workshop on Algorithms & Data Structures, 2003;

ALENEX’02 — Algorithm Engineering & Experiments, San Francisco, Jan 6-8, 2002;

SPIRE’00 - String Processing and Inform. Retrieval Conf., Sep ‘00, Spain;

SPIRE99 - String Processing and Inform. Retrieval Conf., Sep ‘99, Mexico;

* Invited & Keynote Speaker:

@)

O O O O O O

ICCABS-2016 — (INVITED) IEEE International Conference on Computational Advances in Bio and
medical Sciences (ICCABS), October 2016, Atlanta, GA,;

ICCABS-2015 — (INVITED) IEEE International Conference on Computational Advances in Bio and
medical Sciences (ICCABS), October 2015, Miami, FL;

ICCABS-2014 & CANGS-2014 — (KEYNOTE) IEEE International Conference on Computational
Advances in Bio and medical Sciences (ICCABS), June 2014, Miami Beach, FL;

ICCABS-2011 - 1st IEEE International Conference on Computational Advances in Bio and medical
Sciences (ICCABS), February 2011, Orlando, FL;

Bellairs Workshop — Workshop on Computational Geometry, Barbados, Jan 2011;

ICISIP-2004 — The Intl. Conf. on Intelligent Sensors & Info. Processing, Jan 2004, Chennai, India;
CIT-2001 — The 4™ Intl. Conference on Information Technology, Dec 2001, Gopalpur-on-Sea, India;
Theory Pearls Lecture Series: 1999 (Computational Geometry), Lund University, Sweden;

Theory Pearls Lecture Series: 2000 (Computational Biology), Lund University, Sweden,;

Keynote speaker: Utrecht workshop on Geometric Spanners, Feb 2002, Netherlands;
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Invited Tutorial Session (Bioinformatics):

ISBRA 2008 - “Comparative Genomics,” May 2008, Atlanta;

Invited Lecture Series: National University of Colombia, Bogota, 2007;

CSB-2005 - “Pattern Discovery in Sequences and Structures,” August 2005, San Francisco;
ICISIP-2004 — The Intl. Conf. on Intelligent Sensors & Info. Processing, Jan 2004, Chennai;
Invited Lecture Series & Tutorial Sessions: National University of Colombia, Bogota 2003.

PUBLICATIONS

Books

Bioinformatics Research and Applications. Editors: lon Mandoiu, Giri Narasimhan, Yangqing
Zhang; Springer Verlag. Lecture Notes in Computer Science Series, Vol. 5542, April 2009. [978-3-
642-01550-2]

Geometric Spanner Networks, Research Monograph. Authors: Giri Narasimhan and Michiel
Smid; Cambridge University Press, 2007. [ISBN: 0521815134]; Also appeared in eBook format.
Advances in Bioinformatics and its Applications. Editors: Matthew He, Giri Narasimhan,
Sergei Petoukhov. World Scientific Press, June 2005. [ISBN: 981256148X]

Taped Lecture Series

Narasimhan, “Pattern Discovery in Bioinformatics,” Henry Stewart Lecture Series, 2006.
[http://www.hstalks.com/bioinfo/index.htm]

Book Chapters

Gudmundsson, Narasimhan, Smid, “Planar Geometric Spanners,” In Encyclopedia of Algorithms,
Ed.: M. Kao, In Press, Springer, pp 1570-74, ISBN: 978-3-642-27848-8, 2016.

Gudmundsson, Narasimhan, Smid, “Geometric Spanners,” In Encyclopedia of Algorithms, Ed.: M.
Kao, In Press, Springer, pp 846-52, ISBN: 978-3-642-27848-8, 2016.

Gudmundsson, Narasimhan, Smid, “Applications of Geometric Spanners,” In Encyclopedia of
Algorithms, Ed.: M. Kao, In Press, Springer, pp 86-90, ISBN: 978-3-642-27848-8, 2016.

Fernandez, Aguiar-Pulido, Riveros, Huang, Segal, Zeng, Campos, Mathee, Narasimhan,
“‘Microbiome Analysis: State-of-the-Art and Future Trends,” In Computational Methods for Next
Generation Sequencing Data Analysis, Chapter 18, Wiley, Ed.: Mandoiu and Zelikovsky, John
Wiley and Sons, p333-351, 2015.

Aguiar-Pulido, Suarez-Ulloa, Eirin-Lopez, Pereira, Narasimhan, “Computational Methods In
Epigenetics,” In Personalized Epigenetics, Springer, Ed.: T. Tollefsbol, Chapter 6, p153-180, 2015.

Balasubramanian, Murugapiran, Silva-Herzog, Schneper, Yang, Tatke, Narasimhan, Mathee,
“Transcriptional Regulatory Network In Pseudomonas aeruginosa,” In Bacterial Gene Regulation
and Transcriptional Networks, Caister Academic Press, Ed.: M. Babu, Chapter 13, p199-221, 2013.

Zeng, Ding, Mathee, Schneper, Narasimhan, “Gene function prediction and functional network: the
role of gene ontology,” In DATA MINING: Foundations and Intelligent Paradigms, Eds. Dawn E.
Holmes and Lakhmi C. Jain, Springer, Chapter 7, p123-162, 2012.
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11.

12.

13.

14.

Gudmundsson, Narasimhan, Smid, “Geometric Spanners,” In Encyclopedia of Algorithms, Ed. M.
Kao, p360-364, Springer, 2008.

Gudmundsson, Narasimhan, Smid, “Plane Geometric Spanners,” In Encyclopedia of Algorithms,
Ed. M. Kao, p653-656, Springer, 2008.

Gudmundsson, Narasimhan, Smid, “Applications of Geometric Spanners,” In Encyclopedia of
Algorithms, Ed. M. Kao, p40-43, Springer, 2008.

Yang, Zeng, Mathee, Narasimhan, "PlasmoTFBM: An Intelligent Queriable Database for Predicted
Transcription Factor Binding Motifs in Plasmodium falciparum,” In Methods of Microarray Data
Analysis V, McConnell, Lin, and Hurban (Eds.), Springer, 121-136, 2007.

Renugopalakrishnan, Wei, Narasimhan, Verma, Li, and Anumanthan, “Enhancement of Protein
Thermal Stability: Toward the Design of Robust Proteins for Bionanotechnological Applications, In
Bionanotechnology: Proteins to Nanodevices, 117-139, Springer Press, 2006.

Zheng, George, Narasimhan, “Microarray Data Analysis using Neural Network Classifiers and
Gene Selection Methods,” In Methods of Microarray Data Analysis IV, Shoemaker and Lin (Eds.),
Springer, 207-222, 2005.

Manber, Narasimhan, “A Generalization of Lovasz's ® Function,” in Polyhedral Combinatorics,
Eds. W. Cook and P. D. Seymour, DIMACS Series, AMS 1, 19-27, 1990.

Refereed journal publications

Mesa, Fernandez, Wu, Narasimhan, Greidinger, Mills, “Can SLE classification rules be effectively
applied to diagnose unclear SLE cases?” Lupus, 2016. PubMed PMID: 27353506.

Huang, Kazmierczak, Zhou, Aguiar-Pulido, Narasimhan, Szczesna-Cordary, “Gene Expression
Patterns in Transgenic Mouse Models of Hypertrophic Cardiomyopathy Caused by Mutations in
Myosin Regulatory Light Chain,” In Special Issue on "Myofilament Modulation of Cardiac
Contraction" in Archives of Biochemistry and Biophysics, 601: 121-132, 2016.

. Aguiar-Pulido, Suarez-Ulloa, Huang, Cickovski, Mathee, Narasimhan, “Metagenomics,

Metatranscriptomics and Metabolomics Approaches for Microbiome Analysis,”
Evolutionary Bioinformatics, 2(S1):5-16 , 2016.

Fernandez, Riveros, Campos, Mathee, Narasimhan, “Microbial Social Networks,” BMC Genomics,
16(Suppl 11):S6 (Special Issue), 2015.

R. Mittal, Lisi, Gerring, J. Mittal, Mathee, Narasimhan, Azad, Yao, Grati, Yan, Eshraghi, Angeli,
Telischi, Liu, “Current concepts in the pathogenesis and treatment of chronic suppurative otitis
media,” Journal of Medical Microbiology, 64(10):1103-16, 2015.

Cickovski, Flor, Irving-Sachs, Novikov, Parda, Narasimhan, “GPUDePiCt: A Parallel
Implementation of a Clustering Algorithms for Computing Degenerate Primers on Graphics
Processing Units,” IEEE/ACM Transactions on Computational Biology and
Bioinformatics, 12(2):445-454, 2015.

Yan, K. Zhang, Z. Zhang, Chen, and Narasimhan, “Automatic Construction of 3-D Building Model
From Airborne LIDAR Data Through 2-D Snake Algorithm,” IEEE Transactions on Geoscience and
Remote Sensing, 53(1):3-14, 2015.

Caille, Zincke, Merighi, Balasubramanian, Kumari, Kong, Silva-Herzog, Narasimhan, Schneper,
Lory, and Mathee, “Structural and functional characterization of Pseudomonas aeruginosa global
regulator AmpR,” J Bacteriology, 196(22):3890-3902, 2014.



11/29/2016 Giri Narasimhan

10.
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12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

Jaric, Segal, Silva-Herzog, Schneper, Mathee, Narasimhan, “Better primer design for metagenomic
applications by increasing taxonomic distinguishability,” BMC Proceedings, 7(Suppl 7):S4, 2013;
doi:10.1186/1753-6561-7-S7-S4.

Balasubramanian, Kumari, Jaric, Fernandez, Turner, Dove, Narasimhan, and Mathee, “Deep
sequencing analyses expands the Pseudomonas aeruginosa AmpR regulon to include small RNA-
mediated regulation of iron acquisition, heat-shock and the oxidative stress response,” Nucleic
Acids Research, 2013, doi:10.1093/nar/gkt942.

Consuegra, Kumar, Narasimhan, “On the Uniqueness of Stable Marriage Matchings: A Correction,”
Economics Letters, Economics Letters, 121(3):468, 2013.

Cattoir, Narasimhan, Skurnik, Aschard, Roux, Ramphal, Jyot, Lory, “Transcriptional response of
mucoid Pseudomonas aeruginosa to human respiratory mucus,” mBio, 3(6):e00410-12, 2013.

Balasubramanian, Schneper, Merighi, Smith, Narasimhan, Lory, and Mathee, “The regulatory
repertiore of Pseudomonas aeruginosa AmpC beta-lactamase regulator AmpR includes virulence
genes,” PLoS One, 7(3):e34067, 2012. doi:10.1371/journal.pone.0034067

Weeks, Villamor, Tracey, Stoddard, Shapiro, Makemson, Garcia, Gavassa, Philippi, Pitzer,
Dewsbury, Narasimhan, McGoron, Bhaijee, Alberte, Gomez, Koptur, Galvez, Heffernan,
Lowenstein, Rosenblatt, Baker, Quirke, Tashakkori, “QBIC, an interdisciplinary and quantitative
biological sciences curriculum: concept to implementation,” Journal of Science Education, 12(1):11-
14, 2011.

Mandoiu, Narasimhan, Pan, Zhang, “Guest Editors' Introduction to the Special Section on
Bioinformatics Research and Applications,” IEEE/ACM Transaction on Computational Biology and
Bioinformatics, 7(4):1-2, 2010.
Doud, Light, Gonzalez, Narasimhan, Mathee, “Combination of 16S rRNA variable regions provides
a detailed analysis of bacterial community dynamics in the lungs of cystic fibrosis patients,” Human
Genomics, 4(3):147-169, 2010.

Zeng, Yang, Li, Narasimhan, “Clustering Genes using Heterogeneous Data Sources,” International
Journal of Knowledge Discovery in Bioinformatics, 1(2):12-28, 2010.

Kocak, Zheng, Narasimhan, George, Pyne, “Differential meta-analysis for testing the relative
importance of two competing null hypotheses over multiple experiments,” Journal of the Indian
Society of Agricultural Statistics, Special Issue on Statistical Genomics, 64(1):1-10, 2010.

Buendia, Narasimhan, “Serial Evolutionary networks of within-patient HIV-1 sequences reveal
patterns of evolution of X4 strains,” BMC Systems Biology, 3:62, 2009.

Klein, Knauer, Narasimhan, Smid, "On the Dilation Spectrum of Paths, Trees, and Cycles,”
Computational Geometry — Theory and Applications, 42(9):923-933, 2009.

Doud, Zeng, Schneper, Narasimhan, Mathee, “Approaches to Analyze Dynamic Microbial
Communities such as those seen in Cystic Fibrosis Lung,” Human Genomics, 3(3):246-256, 2009.

Gudmundsson, van Kreveld, Narasimhan, “Region-Restricted Clustering for Geographic Data
Mining,” Computational Geometry: Theory & Applications, 43(3):231-240, 2009.

Entry, Mills, Mathee, Jayachandran, Sojka, Narasimhan, “Influence of irrigated agriculture on soil
microbial diversity,” Applied Soil Ecology, 40(1):146-154, 2008.

Gudmundsson, Levcopoulos, Narasimhan, Smid, “Approximate Distance Oracles for Geometric
Spanners,” ACM Transactions on Algorithms, 4(1), Article 10, 2008.

Mathee, Narasimhan, Valdes, Qiu, Matewish, Koehrsen, Rokas, Yandava, Engels, Zeng,
Olavarietta, Doud, Smith, Montgomery, White, Godfrey, Kodira, Birren, Galagan, Lory “Dynamics of
Pseudomonas aeruginosa genome evolution,” Proceedings of the National Academy of Sciences,
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26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

105(8):3100-05, 2008. Reviews: (a) Highlighted by Genome Technology Online, Feb 20, 2008,
“Survival through genome shapeshifting,” and (b) Reviewed by Faculty of 1000 Biology.

Buendia, Narasimhan, “The role of internal node sequences and the molecular clock in the
analysis of serially-sampled data,” International Journal of Bioinformatics Research and
Applications, 4(1):107-121, 2008.

Buendia, Narasimhan, “Sliding MINPD: Building Evolutionary Networks of Serial Samples via an
Automated Recombination Detection Approach,” Bioinformatics, 23(22):2993-3000, 2007.

Kuhn, Narasimhan, Nakamura, Brown, Schnell, Meerow, “ldentification of Cacao TIR NBS-LRR
resistance gene analogs and their use as genetic markers,” Journal of American Society for
Horticultural Science, 131(6):806-813, 2007.

Gudmundsson, Narasimhan, Smid, “Distance-preserving Approximations of Polygonal Paths,”
Computational Geometry: Theory & Applications, 36:183-196, 2007.

Buendia, Narasimhan, “Serial NetEvolve: a flexible utility for generating serially-sampled
sequences along a tree or recombinant network,” Bioinformatics, 22(18):2313-14, 2006.

Yang, Mills, Mathee, Wang, Jayachandran, Sikaroodi, Gillevet, Entry, Narasimhan, “An
ecoinformatics tool for microbial community studies: Supervised classification of Amplicon Length
Heterogeneity (ALH) profiles of 16S rRNA,” Journal of Microbiological Methods, 65(1):49-62, 2006.

Parra, Narasimhan, Samant, “A Robust Marker Registration Algorithm,” Medical Physics,
32(6):1943-4, 2005.
Renugopalakrishnan, Garduno-Juarez, Narasimhan, Verma, Wei, and Li, “Rational design of

thermally stable proteins: Relevance to bionanotechnology,” Journal of Nanoscience and
Nanotechnology, 5(11):1759-67, 2005.

Handfield, Mans, Zheng, Lopez, Progulske-Fox, Narasimhan, Baker, Lamont, “Distinct Expression
Profiles Characterize Oral Epithelium-Microbiota Interactions,” Cellular Microbiology, 7(6):811-823,
2005.

Bose, Maheswari, Narasimhan, Smid, Zeh, “Approximating geometric bottleneck shortest paths,”
Computational Geometry: Theory & Applications, 29(3), 233-249, 2004.

Plata, Narasimhan, Ohman, Barakat, Hentzer, Molin, Kharazmi, Hgiby, Mathee, “Detection of
Alginate production affects Pseudomonas aeruginosa biofilm development and architecture, but is
not essential for biofilm formation,” Journal of Medical Microbiology, 53(7): 679-690, 2004.

Mathee, Narasimhan, “Detection of DNA-binding Helix-Turn-Helix Motifs in Proteins using the
Pattern Dictionary Method,” Methods in Enzymology, Vol. 370, Chapter 22, 250-264, 2003. [Invited]

Andersson, Gudmundsson, Levcopoulos, Narasimhan, “Balanced Partition of Minimum Spanning
Trees,” The International Journal of Computational Geometry and Applications, 13(4): 303-316,
2003. [Invited]

T. R. Sutter, X.-R. He, P. Dimitrov, L. Xu, G. Narasimhan, E. O. George, C. H. Sutter, C. Grubbs,
R. Savory,M. Stephan-Gueldner, D. Kreder, M. J. Taylor, R. Lubet, T. A. Patterson, T. W. Kensler,
“Multiple comparisons model-based clustering and ternary pattern tree numerical display of gene
response to treatment: Procedure and application to the preclinical evaluation of chemopreventive
agents,” Molecular Cancer Therapeutics, 1(14):1283-1292, 2002.

Narasimhan, Bu, Gao, Wang, Xu, Mathee, "Mining Protein Sequences for Motifs," Journal of
Computational Biology, 9(5): 707-720, 2002.

Gudmundsson, Levcopoulos, Narasimhan, “Fast Greedy Algorithms for Constructing Sparse
Geometric Spanners,” SIAM Journal of Computing, 31(5): 1479-1500, 2002.

Narasimhan, Smid, “Approximation Algorithms for the Bottleneck Stretch Factor Problem,” Nordic
Journal of Computing, 9(1): 13-31, 2002.
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43.

44,

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

Bhattacharya, Das, Mukhopadhyay, Narasimhan, “Optimally computing a shortest weakly visible
line segment inside a simple polygon.” Computational Geometry: Theory and Applications, 23(1): 1-
29, 2002.

Chatterjee, Narasimhan, “Graph-Theoretic Techniques in Statistical Design Problems,” Journal of
Statistical Planning and Inference, 102(2): 377-387, 2002.

Levcopoulos, Narasimhan, Smid, “Improved Algorithms for Constructing Fault-Tolerant Spanners,”
Algorithmica, 32(1): 144-156, 2002.

Narasimhan, Zachariasen, “Geometric Minimum Spanning Trees Via Well-Separated Pair
Decompositions,” Journal of Experimental Algorithmics, 6, 2001. [Invited]

Gudmundsson, Levcopoulos, Narasimhan, “Approximating Minimum Manhattan Networks,” Nordic
Journal of Computing, 8(2): 219-232, 2001.

Jagota, Narasimhan, Soltes, “A Generalization of Maximal Independent Sets,” Discrete Applied
Mathematics, 109(3): 223-235, 2001.

Narasimhan, Smid, “Approximating the Stretch Factor of Euclidean Graphs,” SIAM J. of
Computing, 30(3): 978-989, 2000.

Narasimhan, “On Hamiltonian Triangulations in Simple Polygons,” The International Journal of
Computational Geometry and Applications; 9(3): 261-276, 1999.

Jagota, Regan, Narasimhan, “Information Capacity of Binary Weights Associative Memories,”
Neurocomputing, 19(1-3): 35-58, 1998.

Das, Heffernan, Narasimhan, “LR-Visibility in Polygons,” Computational Geometry - Theory and
Applications, 7(1-2): 37-57, 1997. [Invited]

Das, Narasimhan, “A Fast Algorithm for Constructing Sparse Euclidean Spanners,” International
Journal of Computational Geometry and Applications, 7(4): 297-316, 1997. [Invited]

Chandra, Das, Narasimhan, Soares, “New Sparseness Results on Graph Spanners,” International
Journal of Computational Geometry and Applications, 5(1-2): 125-144, 1995.

Das, Heffernan, Narasimhan, “Finding All Weakly Visible Chords of a Polygon in Linear Time,” The
Nordic Journal of Computing, 1, 433-457, 1994. [Invited]

Manber, Narasimhan, “Stability Number and Chromatic Number of Tolerance Graphs” Discrete
Applied Mathematics 36, 47-56, 1992.

Narasimhan, “A Note on the Hamiltonian Circuit Problem on Directed Path Graphs,” Information
Processing Letters, 32(4), 167-170, 19809.

Refereed conference publications

Cickovski, Aguiar-Pulido, Huang, Mahmud, Narasimhan, “Lightweight Microbiome Analysis
Pipeline,” Proceedings of IWBBIO, pp 225--227, 2016.

Aguiar-Pulido, Suarez-Ulloa, Eirin-Lopez, Narasimhan, “Network-inspired  Approaches for
Transcriptomic Analyses,” Proceedings of IWBBIO, pp 437--440, 2016.

Li, Jean-Baptiste, Riveros, Narasimhan, Zhang, Zhao, “CacheDedup: Inline cache deduplication for
Flash Caching,” Proceedings of 14" Usenix Conference on File and Storage Techniques, pp 301-
314, Santa Clara, Feb 2016,

Cickovski, Peake, Aguiar-Pulido, Narasimhan, “ATria: A Novel Centrality Algorithm Applied To
Biological Networks,” Proceedings of ICCABS, October 2015. Invited for Special Issue.

Fernandez, Jaric, Narasimhan, “Mining Biomedical Datasets,” Proceedings of STATISTICS, 2013.
Invited.
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10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

Consuegra, Narasimhan, “Geometric Avatar Problems,” Proceedings of the 33nd International
Conference on Foundations of Software Technology and Theoretical Computer Science,
(FSTTCS), Eds.: A. Seth, N. Vishnoi, p389-400, 2013.

Consuegra, Narasimhan, Rangaswami, “Experiments with Vector Repacking Algorithms,”
Proceedings of the Workshop on Energy-efficient Networks of Computers (E2NC), International
Green Computing Conference, 2013.

Jaric, Segal, Silva-Herzog, Schneper, Mathee, Narasimhan, “Designing primers with higher
taxonomic distinguishability,” Proceedings of the 29th Southern Biomedical Engineering
Conference, 2013.

Fernandez, Jaric, Schneper, Segal, Silva-Herzog, Campos, Fishman, Salathe, Infante,
Mathee, Narasimhan, “A Metagenomic Approach to the Airways Microbiome of Chronic
Obstructive Pulmonary Disease (COPD), Proceedings of the 29th Southern Biomedical Engineering
Conference, 2013.

Yang, Medvin, Yoder-Himes, Lory, Narasimhan, “CloG: a pipeline for closing gaps in a draft
assembly using short reads,” Proceedings of the 1st IEEE International Conference on
Computational Advances in Bio and Medical Sciences (ICCABS), Orlando, FL, p202-7, 2011.

Narasimhan, “Comparative Microbial Genomics,” Proceedings of the 1st IEEE International
Conference on Computational Advances in Bio and Medical Sciences (ICCABS), Orlando, FL, p8,
2011. Invited

Kunkle, Felty, Narasimhan, Trevino, Roy, “Meta-analysis of brain tumor microarray data using
Oncomine identifies NRF1, Tfam and Myc co-expressed genes: its implications in the development
of childhood brain tumors,” Proceedings of the 18th World IMACS / MODSIM Congress, Cairns,
Australia, p720-726, 2009

Zhang, Zeng, Li, Narasimhan, “Weighted Consensus Clustering for Identifying Functional Modules
In Protein-Protein Interaction Network,” Proceedings of the International Conference on Machine
Learning and Applications (ICMLA), Miami, p539-544, 2009.

Elshahat, Parhizgari, Narasimhan, Anwar, “Portfolio optimization using greedy algorithm,”
Proceedings of the Annual Meeting of the Multinational Finance Society, Crete, 2009.

Zeng, Mathee, Schneper, Narasimhan, “A functional network of yeast genes using gene ontology
information,” Proceedings of the IEEE Conference on Bioinformatics and Biomedicine (BIBM2008),
p343-346, 2008.

Zheng and Narasimhan, “A Branch-and-bound approach to knowledge-based protein structure
assembly,” Proceedings of the IEEE Conference on Bioinformatics and Bioengineering (BIBE2008),
p1-5, 2008.

Zeng, Ding, Narasimhan, Holbrook, “Estimating Support for Protein-Protein Interaction Data with
Applications to Function Prediction,” Proceedings of the LSS Computational Systems Bioinformatics
Conference (CSB2008), p73-84, 2008.

Milledge, Zheng, Mullins, Narasimhan, “SBLAST: Structural Basic Local Alignment Tool using
Geometric Hashing,” Proceedings of the IEEE Conference on Bioinformatics and Bioengineering
(BIBE 2007), p1343-47, 2007.

Zeng, Yang, Li, Narasimhan, “On the Effectiveness of Constraints Sets in Clustering Genes,”
Proceedings of the IEEE Conference on Bioinformatics and Bioengineering (BIBE 2007), p79-86,
2007.

Zeng, Mathee, Narasimhan, “IEM: An Algorithm for Iterative Enhancement of Motifs using
Comparative Genomics Data,” LSS Computational Systems Bioinformatics (CSB 2007), p227-35,
2007.
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21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

Yan, Zhang, Zhang, Chen, Narasimhan, “A Graph Reduction Method for 2D Snake Problems,”
IEEE Conference on Computer Vision and Pattern Recognition (CVPR), p1-6, 2007.

Gudmundsson, Klein, Narasimhan, Smid, Wolff, “Abstracts Collection -- Geometric Networks and
Metric Space Embeddings,” Dagstuhl Seminar Proceedings 06481, p1-21, 2007.

Zeng and Narasimhan, “IEM: An algorithm for iterative enhancement of motifs using comparative
genomics data,” LSS Computational Systems Bioinformatics Conference (CSB), p227-35, 2007.

Buendia and Narasimhan, “Searching for recombinant donors in a phylogenetic network of serial
samples,” Lecture Notes in Computer Science, Vol. 4463, Springer Verlag, p109-20, 2007.

Zeng and Narasimhan, “Enhancing Motif Discovery using Comparative Genomics Data,” Lecture
Notes in Computer Science, Vol. 4463, Springer Verlag, p329-37, 2007.

Alvarez, Chatfield, Cox, Crumpler, D'Cunha, Gutierrez, lIbarra, Johnson, Kumar, Milledge,
Narasimhan, Sadjadi, Zhang, "CyberBridges: A model collaboration infrastructure for e-Science,”
Proceedings of the IEEE CCGrid Conference, p65-72, 2007.

Peng, Li, Narasimhan, “Mining the Database of Transcription Factor Binding Sites,” Proceedings of
the 6" IEEE Symposium on Bioinformatics and Bioengineering (BIBE), p61-64, 2006.

Gudmundsson, van Kreveld, Narasimhan, “Region-Restricted Clustering for Geographic Data
Mining,” Lecture Notes in Computer Science, Vol. 4168, Springer Verlag, p399-410, 2006.

Milledge, Zheng, Narasimhan, “Discovering Sequence-Structure Patterns in Proteins with Variable
Secondary Structure,” Lecture Notes in Computer Science, Vol. 3992, p702-709, Springer Verlag,
2006.

Zheng, Milledge, George, Narasimhan, “Pooling Evidence to Identify Cell Cycle-Regulated Genes,”
Lecture Notes in Computer Science, Vol. 3992, Springer Verlag, p694-701, 2006.

Buendia, Collins, Narasimhan, “Reconstructing ancestor-descendant lineages from serially-
sampled data: a comparison study,” Lecture Notes in Computer Science, Vol. 3992, Springer
Verlag, p 807-814, 2006.

Klein, Knauer, Narasimhan, Smid, "Exact and Approximation Algorithms for Computing the Dilation
Spectrum of Paths, Trees, and Cycles,” Lecture Notes in Computer Science, Vol. 3827, Springer
Verlag, p849-858, 2005.

Yang, Zeng, Li, Narasimhan, "A Knowledge-Driven Method to Evaluate Multi-Source Clustering,”
Lecture Notes in Computer Science, Vol. 3759, Springer Verlag, p196-202, 2005.

Yang, Zeng, Li, Narasimhan, “Clustering genes using gene expression and text literature data,”
Proceedings of the IEEE Bioinformatics Conference (CSB 2005), Stanford, IEEE Computer Society
Press, 329-340, 2005.

Milledge, Khuri, Wei, Yang, Zheng, Narasimhan, “Seqgeunce-Structure Patterns: Discovery and
Applications,” Proceedings of the 6th Atlantic Symposium on Computational Biology and Genome
Informatics (CBG), Salt Lake City, 1282-1285, July 2005.

Wang, Yang, Mathee, Narasimhan, “Clustering using Adaptive Self-Organizing Maps (ASOM) and
Applications,” Lecture Notes in Computer Science, Vol. 3515, Springer Verlag, 944-51, May 2005.

Gudmundsson, Narasimhan, Smid, “Fast Pruning of Geometric Spanners,” Proceedings of the
22th Annual Symposium on Theoretical Aspects of Computer Science (STACS), Lecture Notes in
Computer Science, Vol. 3404, Springer Verlag, 508-20, February 2005.

Bobodilla, Nifio, Narasimhan, “Predicting and Characterizing Metal-Binding Sites Using Support
Vector Machines,” Proceedings of ICBA'04, Ft. Lauderdale, p307-318, December 2004.

Yang, Zeng, Mathee, Narasimhan, “Querying a Database of Regulatory Elements,” Proceedings of
ICBA'04, Ft. Lauderdale, p81-92, December 2004.

10
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40.

41.

42.

43.

44,

45.

46.

47.

48.

49.

50.

51.

52.

53.

54.

55.

Milledge, Zheng, Narasimhan, “Applications of Data Mining in Epitope Prediction,” Proceedings of
ICBA'04, Ft. Lauderdale, p390-401, December 2004.

Sun, Deng, Mathee, Narasimhan, "Training Set Design for Pattern Discovery with Applications to
Protein Motif Detection,” Proceedings of ICBA'04, Ft. Lauderdale, p240-251, December 2004.

Yang, Zeng, Mathee, Narasimhan, “Mining Regulatory Elements in the Plasmodium falciparum
Genome Using Gene Expression Data,” Proceedings of CAMDA'04: Critical Assessment of
Microarray Data Analysis, 16-20, Durham, NC, November 2004.

Buendia, Narasimhan, “Distance-based Analysis of Serially-Sampled HIV Quasispecies,”
Proceedings of the IEEE Bioinformatics Conference (CSB 2004), Stanford, IEEE Computer Society
Press, 110-119, 2004.

Cazalis, Milledge, Narasimhan, “Probe Selection Algorithms,” Proceedings of the 8th World
Multiconference on Systemics, Cybernetics and Informatics (SCI 2004), Orlando, July 2004.

Zheng, George, Narasimhan, “Neural Network Classifiers and Gene Selection Methods for
Microarray Data on Human Lung Adenocarcinoma,” Proceedings of CAMDA 2003: Critical
Assessment of Microarray Data Analysis, 63-67, November 2003, Durham, NC.

Gudmundsson, Narasimhan, Smid, “Distance-preserving Approximations of Polygonal Paths,”
Proceedings of Foundations of Software Technology and Theoretical Computer Science (FSTTCS
2003), Lecture Notes in Computer Science, Vol. 2914, Springer Verlag, 217-228, December 2003.

Wei, Kuhn, Narasimhan, “Degenerate Primer Design via Clustering,” Proceedings of the IEEE
Bioinformatics Conference (CSB 2003), Stanford, IEEE Computer Society Press, 75-83, August
2003.

Bose, Maheswari, Narasimhan, Smid, Zeh, “Approximating geometric bottleneck shortest paths,”
Proceedings of the 19th Annual Symposium on Theoretical Aspects of Computer Science (STACS
2003), Lecture Notes in Computer Science, Vol. 2607, Springer Verlag, 38-49, February 2003.

Gudmundsson, Levcopoulos, Narasimhan, Smid, “Approximate distance oracles revisited,”
Proceedings of the 13" Annual International Symposium on Algorithms and Computation,
ISAAC’02, Vancouver, 357-368, Nov. 2002. Invited for submission to special issue of Algoithmica.

Andersson, Gudmundsson, Levcopoulos, Narasimhan, “Balanced Partition of Minimum Spanning
Trees,” Proceedings of the 2" International Workshop on Computational Geometry and
Applications, CGA'02, Amsterdam, April 2002. Also, presented at the 18th European Workshop on
Computational Geometry, Warszawa, April 2002; Invited for submission to special issue of Nordic
Journal of Computing.

Gudmundsson, Levcopoulos, Narasimhan, Smid, “Approximate Distance Oracles for Geometric
Graphs,” Proceedings of the SIAM-ACM Symposium on Discrete Algorithms, 828-837, San
Francisco, January 2002.

Bhattacharya, Mukhopadhyay, Narasimhan, “Optimal Linear-time Algorithms for Weak Visibility
Problems,” Proceedings of the Workshop on Data Structures and Algorithms, Providence, Lecture
Notes in Computer Science, Vol. 2125, Springer Verlag, 438-449, August 2001.

Charikar, Khuller, Mount, Narasimhan, “Algorithms for Facility Location Problems with Outliers,”
Proceedings of SIAM-ACM Symposium on Discrete Algorithms, Washington D.C., 642-651, 2001.

Narasimhan, Smid, “Approximation Algorithms for the Bottleneck Stretch Factor Problem,”
Proceedings of 18" International Symposium on Theoretical Aspects of Computer Science,
Dresden, Germany, Lecture Notes in Computer Science, Vol. 2010, Springer Verlag, 502-513,
2001.

Gudmundsson, Levcopoulos, Narasimhan, “Improved Greedy Algorithms for Constructing Sparse
Geometric Spanners,” Proceedings of the Seventh Scandinavian Workshop on Algorithm Theory,

11
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56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

Lecture Notes in Computer Science, Vol. 1851, 314-327, Springer Verlag (2000); Invited for
submission to special issue of Nordic Journal of Computing.

Narasimhan, Zachariasen, Zhu, “Experiments with Computing Geometric Minimum Spanning
Trees,” Proceedings of the Workshop on Algorithm Engineering and Experiments, January 2000;
Invited for submission to special issue of Journal of Experimental Algorithms.

Gudmundsson, Levcopoulos, Narasimhan, “Approximating Minimum Manhattan Networks,”
Proceedings of APPROX-RANDOM, 28-37, 1999.

Gao, Mathee, Narasimhan, Wang, “Detection of HTH Motifs via Data Mining,” Proceedings of
SPIRE’ 99 — String Processing and Information Retrieval, 63-72, 1999.

Hernandez, Narasimhan, Nifo, “Evolutionary Set Matching,” Smart Engineering Systems:Neural
Networks, Fuzzy Logic, Evolutionary Programming, Data Mining, and Rough Sets, Volume 8,
Editors: C. H. Dagli, M. Akay, A. L. Buczak, O. Ersoy, B. R. Fernandez, 265-272, 1998.

Arkin, Mitchell, Narasimhan, “Resource-Constrained Geometric Network Optimization,”
Proceedings of the ACM Symposium on Computational Geometry, 307-316, 1998.

Levcopoulos, Narasimhan, Smid “Efficient algorithms for constructing fault-tolerant geometric
spanners,” Proceedings the ACM Symposium on the Theory of Computing, 186-195, 1998.

Narasimhan, “On Hamiltonian Triangulations in Simple Polygons,” Proceedings of the Fifth
International Workshop, WADS °97, Lecture Notes in Computer Science No. 1272, Springer
Verlag, 321-330, 1997.

Das, Narasimhan, Salowe, “A New Way to Weigh Malnourished Euclidean Graphs,” Proceedings
of the Sixth Annual SIAM-ACM Symposium on Discrete Algorithms, 215-222, 1995.

Das, Narasimhan, “Short Cuts in Higher Dimensional Space,” Proceedings of the Seventh
Canadian Conference on Computational Geometry, 103-108, 1995.

Das, Heffernan, Narasimhan, “Finding All Weakly Visible Chords of a Polygon in Linear Time,”
Proceedings of the Fourth Scandinavian Workshop on Algorithm Theory, Lecture Notes in
Computer Science, Vol. 824, Springer Verlag, 119-130, 1994.

Das, Narasimhan, “Optimal Linear-Time Algorithm for the Shortest llluminating Line Segment in a
Polygon,” Proceedings of the Tenth Annual ACM Symposium on Computational Geometry, 259-
268, 1994.

Das, Narasimhan, “A Fast Algorithm for Constructing Sparse Euclidean Spanners,” Proceedings
of the Tenth Annual ACM Symposium on Computational Geometry, 132-139, 1994,

Das, Heffernan, Narasimhan, “Optimally Sparse Spanners in 3-dimensional Euclidean Space,”
Proceedings of the Ninth Annual ACM Symposium on Computational Geometry, 53-62, 1993.

Das, Heffernan, Narasimhan, “LR-Visibility in Polygons,” Proceedings of the Fifth Canadian
Conference on Computational Geometry, Waterloo, Canada, 303-308, 1993.

Chandra, Das, Narasimhan, Soares, “New Sparseness Results on Graph Spanners,”
Proceedings of the Eighth Annual ACM Symposium on Computational Geometry, 192-201, 1992.

Das, Narasimhan, “Geometric Searching and Rectilinear Link Distances,” Algorithms and Data
Structures, Lecture Notes in Computer Science, Eds. F. Dehne, J.-R. Sack, and N. Santoro,
Springer Verlag 519, 261-272, 1991.

Best Poster Award

1. Narasimhan, M., Vietri, Mehta, Rajabli, Aguiar-Pulido, Mathee, Narasimhan, “Predicting Symptom
Severity and Contagiousness of Respiratory Viral Infections,” F1000Research 2016, 5(ISCB Comm
J):1663 (poster) (DOI: 10.7490/f1000research.1112564.1). Best Poster Award ISMB-SCS.

12
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10.

11.

12,

13.

14.

15.

16.

17.

Software Packages

ATria: Software to compute the centrality of nodes in a correlation network, 2016.
MiAMi: Lightweight software pipeline for microbiome analysis, 2016 [http://biorg.cis.fiu.edu/MiAMi/]

AmpliQué: Web application that uses data resulting from LH-PCR experiments to determine the
putative presence of  known microorganisms in biological samples, 2010.
[http://biorg.cs.fiu.edu/AmpliQue]

PolRe: An algorithm for robust point-based image registration, 2009. Joint work with N. Andres
Parra [http://biorg.cis.fiu.edu/PolRe/]

PseudoNEXUS: A comprehensive database of comparative genomics information on the
bacterium Pseudomonas aeruginosa, 2008. Joint work with C. Valdes, and M. Robinson.
[http://biorg.cis.fiu.edu/pseudonexus]

IEM: An Algorithm for Iterative Enhancement of Motifs Using Comparative Genomics Data, 2007.
Joint work with E. Zeng. [http://biorg.cis.fiu.edu/IEM/]

Sliding MINPD: Program to reconstruct ancestor-descendant relationships among serially-sampled
sequences, 2007. Joint work with P. Buendia. [http://biorg.cis.fiu.edu/SlidingMinPD/]

Serial NetEvolve: Program to generate serially-sampled sequences evolved along a randomly
generated coalescent tree or network, 2006. Joint work with P. Buendia.
[http://biorg.cis.fiu.edu/SNE/]

GCC: Generalized constrained clustering algorithm to cluster genes by exploiting constraints
generated from incomplete heterogeneous data sources, 2007. Joint work with E. Zeng, C. Yang,
T. Li. [http://biorg.cis.fiu.edu/GCC/]

MSC: Multi-source clustering algorithm to cluster genes by integrating information from two or more
heterogeneous sources of data, 2006. Joint work with C. Yang, E. Zeng, and T. Li.
[http://biorg.cis.fiu.edu/MSC/]

DePiCt 2.0: Web-based version of the BioPerl software for designing degenerate PCR primers
using clustering; Joint work with students X. Wei, C. Archer and J. Farrow, 2005.
[http://www.cs.fiu.edu/~giri/bioinf/DePiCt1.0/WebVersion/2depict.htm]
[http://www.cs.fiu.edu/~giri/bioinf/DePiCt/]

PlasmoTFBM: Interactive database to search for transcription factor binding motifs in Plasmodium
falciparum genome. [http://biorg.cs.fiu.edu/TFBM/] and [http://biorg.cs.fiu.edu/TFBM/tfbm.php],
2004.

ASOM: Adaptive Self-Organizing Maps software in Java; Joint work with Y. Wang, 2003.
[http://biorg.cis.fiu.edu/ASOM/]

M-NP: Microarray Data Analysis software in Java using non-parametric statistical analysis for
comparison of drugs and for clustering of genes; Joint work with G. Zheng, 2001.

BIP: Biofilm Image Processing (BIP) package (Visual C++); Software available over the internet at
[http://www.cs.fiu.edu/~qgiri/BIP]; Joint work with Li, Ji, Heydorn, Molin, and Mathee, 2000.

GeoMST: Computing Minimum Spanning Trees of a set of points in higher dimensional space
under arbitrary Euclidean metrics (C++); Software available on request; Fastest available software
for this problem for input points from three or higher dimensional space, 2000.

GYM 2.0: Improved HTH motif detection (C++). Work with C. Bu and K. Mathee, 1999. Java/CGl
Version usable over the internet at [http://www.cs.fiu.edu/~giri/bioinf/GYM2/welcome.html]. Earlier
C++ version was done by Y. Gao, K. Mathee, and X. Wang, 1998.

13
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RECENT INVITED TALKS AND PRESENTATIONS

CoNoOOR®ON=

Optimal 3-dimensional Spanners, SUNY Stonybrook, March 1993.

Graph Spanners, L.R.l., Université de Paris - Sud, Orsay, France, June 1993.

Graph Spanners, Vanderbilt University, Nashville, February 1995.

Graph Spanners, Kent State University, Kent, March 1995.

Geometric Networks, University of Missouri, Kansas City, March 1997.

Generalizations of Independent Sets, L.R.l., Université de Paris - Sud, Orsay, June 1997.

Geometric Networks, Otto-von-Guericke-Universitat,Magdeburg, Germany, July 1997.

PTAS for Geometric Optimization Problems, Otto-von-Guericke-Universitat, Magdeburg, Germany, July 1997.
Geometric Networks and Fault-tolerant Spanners, State University of New York, StonyBrook, NY, Oct 1997.

. Geometric Networks and Fault-tolerant Spanners, University of Maryland, College Park, MD, November 1997.
. Resource Constrained Geometric Network Optimization, Lund University, Sweden, May 1998.

. Resource Constrained Geometric Network Optimization, University of Copenhagen, Denmark, May 1998.

. Fault-Tolerant Spanners, Lund University, Sweden, June 1998.

. Fault-Tolerant Spanners, Otto-von-Guericke-Universitat,Magdeburg, Germany, June 1998.

. Resource Constrained Geometric Network Optimization, University of Maryland, College Park, MD, Oct 1998.
. Geometric Networks, Special Seminar for GAs, Math Sciences Dept., University of Memphis, October 1998.
. Computational Methods for Motif Detection, Chemistry Department, University of Memphis, October 1998.

. Geometric Networks, Simon Fraser University, Canada, March 1999.

. Geometric Networks, University of British Columbia, Canada, March 1999.

. Geometric Spanners, Talk for the Theory Pearls lecture series, Lund University, May 1999.

. Approximating Stretch Factors of Euclidean Graphs, University of Copenhagen, July 1999.

. Motif Detection in Protein Sequences, SPIRE '99 Conference, Cancun, September 1999.

. Experiments with Geometric Minimum Spanning Trees, ALENEX'00 Conference, San Francisco, Jan 2000.

. Motif Detection in Protein Sequences, Talk for the Theory Pearls lecture series, Lund University, May 2000.
. Experiments with Geometric MSTs, ARCO Workshop, Invited Talk, Copenhagen, May 2000.

. Experiments with Geometric MSTs and Spanners, Dagstuhl Workshop, Germany, September 2000.

. Geometric Spanner Networks: A Survey, Invited Speaker, ARCO’01, Lund, Sweden, May 2001.

. Pattern Discovery Applications in Bioinformatics, Invited Speaker, CIT '01, India, December 2001.

. Open Problems in Geometric Networks, Invited Lecture, First Utrecht-Carleton Workshop, March 2002.

. Detection of Helix-Turn-Helix Motifs in Protein Sequences, ACT-VII, Malaysia, July 2002.

. Pattern Discovery Applications in Bioinformatics, University of Alabama, Birmingham, April 2003.

. Degenerate Primer Design via Clustering, Stanford University, CSB’03, August 2003.

. Bioinformatics for CS, Invited Lecture, Universidad Nacional de Colombia, Bogota, November 2003.

. Pattern Discovery and its Applications to Bioinformatics, Tutorial Session, ICISIP 2004, Chennai, Jan 2004.

. Microarray Data Analysis using Neural Network Classifiers, Invited Talk, ICISIP 2004, Chennai, Jan 2004.

. Bioinformatics Research at FIU, University of Miami Medical Center, Maimi, FL, March 2004.

. Microarray Data Analysis, University of Florida College of Dentistry, Gainesville, FL, April 2004.

. Bioinformatics Research at FIU, USDA Subtropical Horticulture Research Station, Miami, May 2004.

. Shortest Path Queries using Spanners, KWCG’04, Schloss Dagstuhl, Germany, July 2004.

. Transcription Regulation: A Computational Perspective, University of Miami Medical Center, Apr 2005.

. Pattern Discovery, Tutorial, IEEE CSB Conference, Stanford, CA, Aug 2005.

. Pattern Discovery in Bioinformatics, Invited Talk, DaMN’05, Bertinoro, Italy, October 2005.

. Computational Tools for Ecoinformatics, SSSAJ05 (Soil Sciences), Invited Speaker, Salt Lake City, Nov 2005.
. Predicting TF Binding Sites Using Structural Knowledge, U Miami, April 2006.

. Informatics Aproaches to Analyzing Complex Biomedical Data, Harvard Medical School, Dec 2006.

. Searching for Recombinant Donors in a Phylogenetic Network of Serial Samples, ISBRA, Atlanta, May 2007.
. Motif Prediction using Comparative Genomics Data, U Miami, June 2007.

. Comparative Genomics, Invited Speaker, ISBRA Conference, Atlanta, May 2008.

. Comparative Genomics, Strand Life Sciences, Bangalore, India, March 2009.

. Open Problems in Computational Geometry, Invited Speaker, Bellairs Workshop, Barbados, Jan 2011.

. Comparative Microbial Genomics, Invited Speaker, Proceedings of the 1st IEEE International Conference on

Computational Advances in Bio and Medical Sciences (ICCABS), Orlando, FL, 2011.
14
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64.
65.
66.
67.
68.
69.
70.
71.
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73.

Spanners: Toward Designing Efficient Communication Networks, SCIS, FIU, Sep 2011.

Giri Narasimhan

Geoinformatics Genome Database Project, Invited Speaker, Materials Genome Workshop, Miami, May 2013

Smoker’s Microbiome, Invited Talk, Pulmonology Dept, U Miami, May 2013.

Better Primer Design for Metagenomics Applications, GLBIO Conference, Pittsburgh, May 2013
Smoker’s Microbiome, Invited Talk, GangaGen Ltd., Bangalore, India, July 2013.

Computational Thinking, Invited Talk, TAPESTRY Workshop, Miami, July 2013.

Computational Thinking | and I, Invited Talk, STEM Workshop, Miami, July 2013.

Bioinformatics @ FIU, 'st FIU-UM Computational Biology Research Day, FIU, Oct 2013.

Degenerate Primers for PCR, Invited Talk, U North Texas, Oct 2013.

Mining Biomedical Datasets, Invited Talk, International STATISTICS Conference, Hyderabad, Dec 2013.
Geometric Avatar Problems, FSTTCS Conference, Guwahati, India, Dec 2013.

Geometric Networks and Avatars, Invited Talk, Indian Statistical Institute, Kolkata, India, Dec 2013.
Introduction to Computational Molecular Biology, Invited Talk, The Nobel Lecture Series, FIU, Jan 2014.

Don’t Know Much About Statistics ..., Invited Talk, Conf on Statistical Methods & Mentoring, FIU, Apr 2014.

The Smokers’ Microbiome, Invited Talk, U Miami, FL, Apr 2015.
Next Generation Microbiome Analysis, Invited Talk, ICCABS Conference, Miami, FL Oct 2015
Next Generation Microbiome Analysis, CAMBIO Presentation, Miami, FL Nov 2015

15



11/29/2016

Giri Narasimhan

o FUNDING SUPPORT

FUNDED EXTERNAL GRANTS AGENCY AMOUNT PERIOD
Research Initiation Award (Sole PI)

Title: Sparse Geometric Spanner, Geometric Analysis, and NSF $ 60,000 1994-98
Applications

Research Grant (PI) Cadence Design )
Title: Graph-Theoretic Approaches to VLSI Design Problems Systems, Inc. SLEY ke
Travel Grant, W. Europe Program (CoPlI) )
Title: Cycles, Paths, and Communication Networks NS DI TIBEEEl
Research Grant (Sole PI) F.E.O. Medical,

Title: Algorithms for Eye Laser Surgery Inc. 0L 1R
Pre-NPEBC: Bioinformatics Center for Excellence Planning Grant NIH (Subcontract 1,800,000 2003-05
(CoPl) Title: Bioinformatics for Mouse Phenotype Analysis from U Memphis) (49,963)

CREST: Center for Research Excellence in Science and Technology

(Co-Investigator) [HRD-0317692] Title: Center of Emerging

Technologies for Advanced Information Processing and High- NSF 4,500,000 2003-08
Confidence Systems (Subproject: Multi-dimensional and Multi-modal

Data Modeling and Query Research)

Curricular Supplements in MARC-U*STAR Institutes (Participant)

Title: Quantifying Biology in the Classroom (The Q’BIC Plan) D Sl AL
NIH-MBRS-SCORE Program (PI) [S06 GM008205] )
Title: Integrated Genomic Databases and Microarray Analysis D SLAND  ATIES
N_IH-_MBRS-SCORE Program (CoI_I.) (Pl: Mathee) [S06 GM 008205] NIH 415205 2005-08
Title: Role of Pseudomonas aeruginosa beta-lactamase genes

N_IH .(PI on Subcont_ragt from Harvard Medical School) [Al 018045] NIH/Harvard 18,200 2009
Title: Design of a Vibrio Cholerae pan genome microarray

Florida Department of Health (Pl on Subcontract from U Miami) Florida Dept of 314.408 2010-11
Title: Airway Microbiome in COPD Patients Health ’

NIH (Participant) (Pl: Weeks) )
Title: Quantifying Biology in the Classroom (Q’BIC) NIH 1,200,000 2008-13
NSF (Co-Pl) (Pl: Rangaswami) _
Title: Energy-Proportional Storage Systems NS SIS AT
NSF (Participant) (Pls: Rishe and Mathee) )
Title: CREST-I/UCRC-Industry Ecosystem to Pipeline Research NS L
Alpha-One Foundation (Co-Pl) (Pls: Campos and Mathee) Alpha-One 100.000 2014-15
Title: Airways Microbiome of Alpha-One Subjects Foundation ’

IR (T (P setidas) NIH 423,680 2014-17
Title: Integrative modeling to link vascular phenotype to gene expr.

UIt@ate Software Gift _ Ultimate Software 1,000,000 2015-25
(Pls: Narasimhan and Irvine) Inc.

NSF (Co-Pl) (Pl: Rangaswami) )
Title: NVM-enabled Host-side Caches NS SO 08 AV
Army Research Office (PI) )
Title: Multi-Disciplinary High Performance Computing and STEM Ed. AR SEleZl ATl
NSF (Participant & Key Personnel) (PI: Furton) )
Title: ADVANCE Institutional Transformation at FIU NSF 1,336,483 2016-21
FUNDED INTERNAL GRANTS SOURCE AMOUNT PERIOD
Research Initiation Award Matching Funds University of Memphis $ 8,500 1994
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Faculty Research Grant

Title: Problems on Graphs University of Memphis 3,000 1990
Faculty Research Enhancement Award Access to Biomedical
Title: Software for Designing Degenerate Primers to Amplify 3,500 2003

, Research (ABR), FIU
Resistance Gene Homologues from T. Cacao
Faculty Research Enhancement Award Access to Biomedical 3,500 2006
Title: Integrated Genomic Databases Research (ABR), FIU '
FIU Technology Fee Award
Title: Engineering E-Books for the Library Hl a1, 20 A
FIU Technology Fee Award
Title: iREMOTE FIU 172,697 2010-11
SUPPORT FOR COLLABORATIONS SOURCE (Collaborative Project) PERIOD
Student Research Assistantship (Xintao Wei) BMEI Department (Protein Engineering) 2003-04

Student Research Assistantship (Andres Parra)

Radiation Oncology, St.Jude Hosp. (Image Reg.)

2000, 2001-04

Student Research Assistantship (Xiao-Rui He) Feinstone Center (Microarray Data Analysis) 2000-01
Student Internship (Junmin Liu) UT Memphis (Microarray Data Analysis) 2000-01
Student Research Fellowship (Peter Dimitrov) Feinstone Center (Microarray Data Analysis) Spring 2000
Student Co-Op Fellowship Program (Yuan Gao) IBM TJ Watson Center (Motif Detection) 1998-99

Student Support (J. Zhou, G. He, L. Liu)

F. E. O. Medical Inc. (Laser Eye Surgery)

Summer 1999

Student Co-Op Program (Milledge and Zheng)

IBM Supercomputing Center, Rochester, MN

2006
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o STUDENT MENTORING

o Post-doctoral Fellows: Vanessa Aguiar-Pulido (2014-16; First Employment: NYU); Deepak
Balasubramanian (2013; First Employment: Post-doctoral Fellow, Harvard University); Rajnish
Kumar (2012-13; First Employment: U Belfast, N. Ireland)

o Past PhD Students:

Melita Jaric (2013; Posthumous Degree)

Nestor Andres Parra (2009; First Employment: Postdoctoral Fellow, U Miami);

Erliang Zeng (2008; First Employment: Postdoctoral Fellow, U Miami);

Patricia Buendia (2007; First Employment: Visiting Asst. Prof., U Miami);

Gaolin Zheng (2007; First Employment: Asst. Prof., North Carolina Central University);
Chengyong Yang (2006; First Employment: Applied Biosystems);

Yuan Gao (2001; First Employment: IBM T.J. Watson Research Center - Pattern Discovery
Group; Current: Asst Prof., Computer Sciences, Virginia Commonwealth University);

o Dimitri Kaznachev (1998; First Employment: Fannie Mae);

O O 0O O O O O

o Past MS Thesis/Project Students: Satish Gannu, Yuan Gao, Kalyan Vavilapalli, Jianlin Zhu,
Dr. Pascal Bedrossian, Dr. Rao Li, German Hernandez, Changsong Bu, Dr. Zhou Ji, Ning Xu,
Dr. Xiao-rui He, Junmin Liu, Gaolin Zheng, Meera Krishnan, Yong Wang, Xintao Wei, Minchi
Hu, Daniel Medvin, Mario Consuegra, Misael (Mitch) Fernandez, Juan Daniel Riveros, Andrius
Bubelis, Wenrui Huang, Shamsed Mahmud, Camilo Valdes

o Undergraduate Students: Mu Yang, Ruskin Miller, Roxana Ordonez, Camilo Valdes, Gisela
Gonzalez, Mario Consuegra, Juan Duarte, Jesus Ramos, Eduardo Tibau, Samuel Barrios,
Jandry Guerra, Stanislaw Khabinsky, Rene Garcia, Camilo Payan, Jonathan Choukroun, Pablo
Salazar, Elvis Hernandez, Raul Preval, Oscar Guilarte, Jiovanni Alvarado, Tram Ta, Misael
(Mitch) Fernandez, Elizabeth Puente

o Recent Collaborators: S.Angeli (Miami), H.Aschard (Harvard), R.Azad (N Texas), O.Caille
(FIU), M.Campos (Miami), V. Cattoir (Harvard), S-C.Chen (FIU), M.Consuegra (Google),
T.Cickovski (Eckerd), B.Dewsbury (FIU), C.Ding (UT-Arlington), E.Donna (Miami), S.Dove
(Harvard), J.Eirin-Lopez (FIU), A.Eshraghi (Miami), J.Fishman (Miami), R.Garcia (FIU),
R.Gerring (Miami), M.Grati (Miami), J.Gudmundsson (Sydney), G.Holt (Miami), J.Infante
(Miami), J.Jyot (U. Florida), C.Lisi (Miami), X. Liu (Miami), S.Lory (Harvard), K.Mathee (FIU),
A.McGoron (FIU), E.Mendes (Miami), M.Merighi (Harvard), J.Mittal (Miami), R.Mittal (Miami),
D.Moraga (U Florida), S.Murugapiran (UNLV), J.Pereira (A Coruna), T.Philippi (FIU),
R.Ramphal (U Florida), R.Rangaswami (FIU), D.Roux (Harvard), M.Salathe (Miami), D.
Skurnik (Harvard), M.Smid (Carleton), R.Smith (Broad), P.Stoddard (FIU), Tashakkori (FIU),
F.Telischi (Miami), M.Tracey (FIU), K.Turner (Harvard), E. Villamor (FIU), A.Wanner (Miami),
O.Weeks (FIU), D.Yan (Miami), Q.Yao (Miami), D.Yoder-Himes (Kentucky), E.Zeng (S.
Dakota), K.Zhang (FIU), M.Zhao (ASU).

o Current Graduate Students: Andrius Bubelis (on leave), Arpit Mehta, Daniel Ruiz Perez,
Camilo Valdes, Giuseppe Vietri
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o DISSERTATION COMMITTEES

Degree Name Year Area of Dissertation Department/University
Doctoral George Connor 1993 Statistics Math Sciences / U Memphis
Doctoral Anita Burris 1993 Graph Theory Math Sciences / U Memphis
Doctoral Firasath Ali 1994 Combinatorics Math Sciences / U Memphis
Doctoral Lubomir Soltes 1995 Graph Theory Math Sciences / U Memphis
Doctoral Jiaxiang Zhao 1997 Differential Equations Math Sciences / U Memphis
Doctoral Dimitri Kaznachev 1998 Neural Networks Computer Science / U Memphis
Doctoral Rao Li 1999 Graph Theory Math Sciences / U Memphis
Doctoral Fernando Nifo 2000 Evolutionary Algorithms Computer Science / U Memphis
Doctoral German Hernandez 2000 Evolutionary Algorithms Computer Science / U Memphis
Doctoral David Weinreich 2000 Graph Theory Math Sciences / U Memphis
Doctoral Yuan Gao 2001 Bioinformatics Computer Science / U Memphis
Doctoral Congjun Yang 2001 Databases Computer Science / U Memphis
Doctoral Jun Deng 2001 Computational Chemistry Chemistry / U Memphis
Doctoral Anna @stlin 2001 Computational Biology Computer Science / Lund U, Sweden
Doctoral Daniel Cazalis 2007 Automata Theory Computer Science / FIU
Doctoral Wei Peng 2008 Data Mining Computer Science / FIU
Doctoral Jason Somarelli 2009 Genetics Biology / FIU

Doctoral ggli\iitramanian 2013 Molecular Biology Biology / FIU

Doctoral Jiali Wang 2009 Biomedical Engineering Biomedical Engineering / FIU
Doctoral Ahmed Elshahat 2008 Finance Optimization Business / FIU

Doctoral Medha Bhadkamkar 2009 Storage Layout Computer Science / FIU
Doctoral Selim Kelayci 2010 Software Engineering Computer Science / FIU
Doctoral %ﬂ:&dﬁ:&s Award) 2013 Bioinformatics Computer Science / FIU
Doctoral Ricardo Koller 2012 Storage Systems Computer Science / FIU
Doctoral Luis Useche 2012 Storage Systems Computer Science / FIU
Doctoral Ricardo Gasparini 2015 Scientific Computational Mechanical Engineering / FIU
Doctoral Emily Warshefsky Current Genetics of Mangoes Biology / FIU

Doctoral Daniel Campello 2016 Storage Systems Computer Science / FIU
Doctoral Victoria Ulloa-Suarez  Current Transcriptomics Biology / FIU

Doctoral Gabriel Lizarraga Current Machine Learning Computer Science / FIU
Doctoral Joseph Ahrens Current Bioinformatics Biology/FIU

Doctoral '(\ZAISS\?vrc?hTJ?S Current Storage Systems Computer Science / FIU
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